Electrophoretic mobilities and migrating analytes: Part 2: Hydration.
A molecular modeling package has been used to systematically hydrate a series of previously built peptides. The volume data derived have been used with the log-log form of the inverse square law and published electrophoretic mobilities to test for the most likely states of hydration. Starting with the bare peptides and increasing hydration, however, the strength of correlation diminishes, indicating that the average electromigrating peptide is not extensively hydrated. The shapes of the peptides are predominantly oblate ellipsoidal, but generally do not deviate significantly from spherical and progressive hydration increases this trend. Thus, shape correction does not play a significant role in the calculations.